Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.004 Å; R factor = 0.076; wR factor = 0.231; data-to-parameter ratio = 26.0.
In the title compound, C 11 H 15 N 3 O 2 S, the dihedral angle between the mean planes of the benzene ring and hydrazinecarbothioamide group is 9.2 (1) . An intramolecular O-HÁ Á ÁN hydrogen bond is observed, serving to maintain an approximately planar conformation for the molecule. In the crystal, inversion dimers linked by C-HÁ Á ÁO interactions occur. Further C-HÁ Á ÁO contacts link dimers into (010) chains.
Related literature
For the synthesis and structure of thiosemicarbazones as ligands, see: Lobana et al. (2009 Lobana et al. ( , 2012 . For palladium complexes with thiosemicarbazone ligands, see: Chellan et al. (2010) . For related structures, see: Anderson et al. (2012 Anderson et al. ( , 2013 . For bond lengths, see: Allen et al. (1987) . Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x À 1 2 ; Ày þ 1 2 ; z À 1 2 ; (ii) Àx þ 1; Ày þ 1; Àz þ 1.
Experimental
Data collection: CrysAlis PRO (Agilent, 2012); cell refinement: CrysAlis PRO; data reduction: CrysAlis RED (Agilent, 2012); program(s) used to solve structure: SUPERFLIP (Palatinus & Chapuis, 2007); program(s) used to refine structure: SHELXL2012 (Sheldrick, 2008); molecular graphics: OLEX2 (Dolomanov et al., 2009); software used to prepare material for publication: OLEX2.
JPJ acknowledges the NSF-MRI program (grant No. CHE-1039027) for funds to purchase the X-ray diffractometer. supplementary materials Acta Cryst. (2013) . E69, o1315 [doi:10.1107/S1600536813019831] Thiosemicarbazones are a versatile class of ligands that can adopt multiple modes of binding to a metal (Lobana, et al., 2009 ) and the synthesis and structure determination of these metal complexes is an active area of research. (Lobana, et al., 2012) Palladium complexes with thiosemicarbazone ligands have been shown to have a variety of biological activity including anti-fungal and anti-tumor activity. (Chellan, et al., 2010) . We have previously reported the structure of two analogous novel thiosemicarbazones (Anderson, et al., 2012; Anderson, et al., 2013) . Here, we report the synthesis and crystal structure of a novel thiosemicarbazone ligand, (I), C 11 H 15 N 3 O 2 S .
In (I), the dihedral angle between the mean planes of the benzene ring and hydrazinecarbothioamide group (N1/N2/C8/S1/N3) is 9.2 (1)° (Fig. 1 ). Bond lengths are in normal ranges (Allen et al., 1987) . In the crystal, an intramolecular O-H···N hydrogen bond is observed serving to keep the molecule in a nearly planar conformation.
Additional weak and C-H···O intermolecular interactions (Table 1 ) assist in linking the molecules into dimers along (010) and influence crystal packing (Fig. 2) .
A 50 mL round bottom flask was charged with 0.218 g (1.31 mmol) of 2′-hydroxy-4′-methoxyacetophenone, 0.138 g (1.31 mmol) of 4-methyl-3-thiosemicarbazide, dissolved in 20 mL of methanol. The resulting colorless solution was refluxed for 48 hours and then a drop of concentrated HCl was added and the solution was refluxed for an additional 48 hours. The resulting yellow solution was transferred to a 125 mL separatory funnel. Dichloromethane (10 mL) and water (10 mL) were added, and the organic layer was separated. The aqueous layer was extracted with an additional 10 mL of dichloromethane. The organic layers were combined, washed with brine (2 x 10 mL), dried with magnesium sulfate, and the solvent was removed in vacuo to give a yellow solid (Fig. 3) . The solid was dissolved in hot acetonitrile, allowed to cool to room temperature and then stored at 273 K resulting in colorless crystals (58 mg, 18%) after 24 hours. M.p.
448-453 K.

Refinement
All of the H atoms were placed in their calculated positions and then refined using the riding model with atom-H lengths of 0.93Å (CH), 0.96Å (CH 3 ), 0.86Å (NH) or 0.82Å (OH). Isotropic displacement parameters for these atoms were set to 1.2 (CH, NH) or 1.5 (CH 3 , OH) times U eq of the parent atom. Idealised Me refined as rotating group: C9(H9A,H9B,H9C), C10(H10A,H10B,H10C), C11(H11A,H11B,H11C). Idealised tetrahedral OH refined as rotating group: O1(H1). Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.21259 (6) 0.28834 ( 
